Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.063; wR factor = 0.201; data-to-parameter ratio = 18.9.
There are two molecules in the asymmetric unit of the title compound, C 26 H 24 ClNO 3 . The dihedral angles between the naphthalene ring system and the chlorophenyl substituent are 58.76 (9) and 51.59 (8) in the two molecules. In the pyrrolizine ring system, both the pyrrolidine rings adopt envelope conformations and the dihydropyran rings adopt half-chair conformations. In the pyrrolizine ring system of one of the molecules, one of the C atoms is disordered over two positions with site occupancies of 0.69 (2) and 0.31 (2). The crystal packing is stabilized by weak intramolecular C-HÁ Á ÁO interactions and the crystal packing is stabilized by weak C-HÁ Á Á interactions.
Related literature
For the biological activity of chromenopyrroles, see: Caine (1993) ; Tidey (1992); Carlson (1993) ; Sokoloff et al. (1990); Wilner (1985) . For a related structure, see: Nirmala et al. (2009) . For general background to the bridging of N-C bonds in pyrrolizine rings, see: Ramesh et al. (2007) . For ring puckering parameters, see : Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg5, Cg11 and Cg12 are the centroids of the C27-C31/C36, C1-C5/C10 and C5-C10 rings, respectively. Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: SHELXL97.
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sup-2 Refinement
The site occupancy factors of a disordered C atom were refined as C41 = 0.69 (2) and C41A = 0.31 (2) during anisotropic refinement. H atoms were positioned geometrically and refined using riding model with C-H = 0.93Å and U iso (H) = 1.2Ueq(C) for aromatic, C-H = 0.98Å and U iso (H) = 1.2Ueq(C) for methine, C-H = 0.97Å and U iso (H) = 1.2Ueq(C) for methylene , C-H = 0.96Å and U iso (H) = 1.5Ueq(C) for methyl groups. The components of the anisotropic displacement parameters in direction of the bond of C22 and C23, were restrained to be equal within an effective standard deviation of 0.001 using the DELU command in SHELXL97 (Sheldrick, 2008) . Figures   Fig. 1 . The molecular structure of (I) and (II), with atom labels and 30% probability displacement ellipsoids for non-H atoms. and φ scans h = −29→29 Absorption correction: multi-scan (SADABS; Sheldrick, 1996) k = −14→14 
Hydrogen-bond geometry (Å, °)
Cg5, Cg11 and Cg12 are the centroids of the C27-C31/C36, C1-C5/C10 and C5-C10 rings, respectively. Symmetry codes: (i) −x, y−1/2, −z+1/2; (ii) −x, −y+1, −z; (iii) −x+1, y+1/2, −z+1/2.
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